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Mission & Current status

ABL is focused on the growing need for informatics-driven
physician-centric reporting for complex test results to enhance
test reporting in all areas of testing, including oncology, genetics,
and infectious diseases
More than 25 modules and applications

Active R&D programs in several fields

Current customer base:

* Europe, Africa, Asia and recently USA

e 150 clinics (Research, Routine)

 ~150’000 patients with medical history

e ~10°000s of visits per day

e >100°000 lab data integrated per day, including HIV/Hepatitis

genotyping



The TherapyEdge platform

Optimal Patient Care
Personalised Medicine
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TherapyEdge Box
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“Turn key” solution to install and
open new site

Automated installation & upgrades
Installation time : 40 minutes
Easy configuration over any network

Automated/Regular updates
A Operating system
Releases (new functionalities)

Content / Decision support :
Drug/Drug interactions, Resistance
algorithms, TherapyEval...

4 Applications & third party online
services:
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TherapyEdge
ViroScore
DeepChek
FibroMeters
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The solutions —
Integration sAll-in-one” patient data repository

HIS TE Expert & Advanced & central
Decision support patient data repository
tOOIS VS-HIV/HBV/HCV
TherapyEval
LI S VS UDS-
HIV/HBV/HCV
(Consensus)
VS UDS-
HIV/HBV/HCV
(Amplicons)
Data import
Third-party
services
Manual entry
VircoType

FibroMeters

SeqHepB
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Therapy FibroMeters ViroS/core

TherapyEdge

— EHR system

— Clinical & Biological database
— Multiple knowledge-bases

FibroMeters
— Non invasive liver fibrosis analysis

e ViroScore
— (Sanger sequencing) Data management

DeepChek

— (UltraDeepSequencing) Data Management

HEP

DeepChek™



The solutions — TherapyEdge

Key features

= Most common condiions
6.2

» Demographics
* Labs results

Com_plete * Treatments
patient . » -
* Clinical conditions | .
chart -
* Visits

Decision * Real time alert system
support - Evaluate therapies |z -
through TherapyEval |- | "
- Strong reporting [ |
(Pepfar...) = N -y
exc?haa:ﬁ o * Printouts / graphs L. . \;\ i
/ outpugt * Query builder il
« HL7 / XML/ CSV data

exchange




The solutions — TherapyEdge

From simple to complexe IT structures (1) : Europe and South
Africa

Diagnostics Suppliers & Manufacturers
Instruments
DR AR S

#
£ Academic
Hospitals
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The solutions — TherapyEdge
From simple to complexe IT structures (2): Botswana PPP (20’000

HIV patients)

Pharmacy

Botswana
MoH Billing
PM

)

s @ih
TR .

- EZ-CAP
Billing

HIV

a

Doctor B Doctor D

Patient

information




The solutions- TherapyEdge

Right To Care (NGO in South Africa): HIV PATIENT RETENTION WITHIN SIX
MONTHS OF ARV INITIATION at the Themba Lehtu Clinic (Johanesbourg, South Africa)
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The solutions — TherapyEdge
TherapyEval module

Knowledge database

Therapy quide GRAPH | PRINT
Medications R|1|c| |Medications: mvezrcezov epand el
EINRTI
¥ Drug-Drug interactions 2
Zidowudine o
D zslcitabine M Dosing information = [V
Ooidanosine [S] P 5
| teracti ™
O stavudine @ [IZRlHIV-related Conditiony LRI s =
Larnivudine [S] DRUGS INTERACTION erogawnfgg
OErmtricitabine @ M Possible side effects rimethoprim / tenofovir
O Abacavir [S] rimethoprim / emiricitabine
Ol Tenotovie o M Prevention/Monitoring| t=noiovir / stazanawi More
AT 400 + TOF 300 Levels: AT AUC § 262 and Crin ¢ by 40%. TDF AUC was § by 24%. Avoid concomitant use
B NNRTI ATY + BTV 3007100 g gd + TOF 300 mg od Levels: ATV AUC was 4 by 25% and Crin by 23%, ATV Crin was higher with FTV than
bp g LT e BEG BETET T AT withaut BT, Consider ATV + BT (3004100 mg gd) for coadministration with TDF (300 mg ge), howewver, pharmacokinetic, safety
= g
FlfBoosted PI and virologic data are limited
Indinawir [R] 5 Adn - Dosing information a2
S erance monitorin
O Saguinavir 2 FRAND NAKME INFORMATION Coumiry]
O Ritonawir atazanavir 400mg once daily - Feyataz® (single Pl -
O relfinawir 0 300mg once daily - Reyataz® (+ 100mg ritonawir boosted) ok
O X emtricitabine (+TDF) One tablet (200mg) once daily - Truvada® / + TOF (300mg) -_—
Amprensir tenofovi 1 tablet (300mg) once daily - Viread® -
OLopinavirr o enotovir 1 teblet (300mg) once dally - Truvads® / + FTC (200ma) =
[ atazanawir o * This drug is not currently approved by the selected Treatment Guidelines
O Tipranewir
B cp4i This patient is on ATZ/R + 3TC + FTC.
Evaluate 7| . . . .
atieat medication We can directly see the possible interaction between ATZ and TDF and also
3 between TDF / FTC
(%) unds and trimethoprim (the patient is also on Bactrim).
TherapyEval gives some recommendation on the dosage of each ARV based on
the weight of the
patient.




The solutions — ViroScore SUITE

Key features

*HIV genotyping : protease,
reverse transcriptase,

HIV / HBV integrase, gp41, gpl120

genotyping *HBV / HCV genotyping
*Longitudinal genotyping :
ViroScorer+PLUS

Complete * Link genotypes with real
integration patient charts
with clinical - Combine clinical /
data virological data
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The solutions — ViroScore SUITE

Tools & Reports

Most common drug resistance mutations

Recommendations of an AIDS Society-lISA, Topics in HY Medicine, Aug/Sept 2007,
Updated regulany - Last revision : August. 2007 (download)
Protease coding region (Total number = 11) (download)
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The solutions — ViroScore SUITE

Integration with TherapyEdge
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Patient summary graph
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TherapyEval
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The solutions — ViroScore SUITE
iIrcoType reports

@

Therapytdge Viroboore
ABLTEID Type of report Tninal
Four sample I 318032 Your patient I
Type of sample
Analysis RT-FROT Genotyping method In-house
Data report edition 12-Tul-2008, 00-44:02 Deate of sample 2008-07-12
Dlata report version 7.8 Subnype: CRFO2_AG

Mastation list sistance murstons co

FOT, v35L 36D, T304, MAIL, F<3E, E4AD, V7ML ASSG, VIIaLws, DIZ3M, 11351, 11227, 51624, Kl135,
R QIT4E, DI77E, V179T, MIS4V, G1905, T2004, E205K. Q207D, H208wtY, R211T, L214F, T21SF, VI45Q,
E2421, D250, P2T2A, B27TK, T2864, E281D, V82T, 1203V, PI04T, [326wt'V, G335D, MESTE, G355,
E366R, T369W, A3T1V, I375V, T376V, T336L E320weD
31 L10V, TI2P, 113V, K14R, G16E, K201, E3SD, M361, 537, RALK, MU6L L63R. H6OK, L6V, VS24,
Laong

Drotaase
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S crted b
virco HWBA

virco Carmaaal fa witzataan L 118 4

& 200 Mwnchra b, Bl ghare

vircolYPE H1V-1

vy Virtual Phenotype -

STANES vircoTYPE HIV-1
w4.3.4-2008-02-06 VET 4.2.01
FC CCOl CCo2 BCO Imecpretation

The Complete Resistance Analysis

4 . " A6 0l e
= _123 Collection Date  May 17, 200% Chinic Address
& S50 DD D IR Receieed by Vieos May 20, 2005
a Date of irth  Jan 1, 1970 Visit 1
= i M Study Hame STUDY
-~ Wirco 10 XYZODOO1 214 Repodt Do be Merp 20 F005 Pl s b lawns e

SUMMARY REPORT

1
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The solutions — ViroScore SUITE
VircoType integration

Sequence

ViroScore

”LNTEWJ&ETH_
~ Realtime

vircoTYPE HIV-1
The Complere g «.\V
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UDS HIV Project — Prius
Design & groups

Design:Observational, multicenter, retrospective cohort study with
~250 HIV patients.

Objectives: Estabish a fully integrated database (clinical, biological,
UDS)use UDS to increase cost effectiveness of Drug resistance
testing

Participant centers

Laboratorio de Retrovirologia irsiCaixa, Badalona, (centro coordinador
del estudio), Roger Paredes, Bonaventura Clotet

Hospital 12 de Octubre, Madrid, Rafael Delgado
Mutua de Terrassa, Terrassa, David Dalmau
Hospital Universitario San Cecilio, Granada, Federico Garcia

Roche Diagnostics, S.L., Espafia, Artur Palet

Therapy Edge, ABL, Luxembourg, Ronan Boulme
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The solutions — Roche 454 | DeepChek- HIV/HEP
Toward a complete Clinical Genotyping Diagnostic solution

ANALYSIS PHASE
- Primers Definition

- Titanium Plates - E
- Sequencing Protocol ) ™
i *l i’

e T —

h

454,
SEQUENCING

—

PROCESSING PHASE
- Processing Protocol
- Automated Procedure —~

- Specific Routines 9
- Software Package . :

INTERPRETATION PHASE @
i i i \‘ K,
- Clinical Station
- Software Product Clinical LAB
- Different Levels of analysis Data Tests
-RUO vs IVD ?
- Monitoring Patients ) )
- Aids Decision Making N\ EERLTEIES
Expert Analysis

-

AVA-Software

© @
Viro Viro

Clonal Analysis  Population Analysis (15% /10% /5% /1% ...)



The solutions — Hepatitis modules
Overview

Fibrosisscoring: Fibrometers TE viralhepatitis Drugresistance: SeqHepB

BioLiveScal¢BLS) Fibrometer EvivarSeqHepB fully integrated
fully integrated Manage Hepatitis within 7
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%) e st o ragatee - - it )
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)
'I'heragidgo ViroScore ) @
Therapyfdge ViroScore
ABLITED Type of seport Comected . oscorn com
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Tope of sample Mising d
ABlekpor < Missog data Geaotyping method Missing das ABL/TEID Type of report Comrected
Dot o 22 202010, 16 4445 Do Four sanaple ID Your patieat ID Testher
ata repert version ubtype: Not relevant Type of sample Missing data
- ) Analysis POL PROT Genotyping method Missing data
S — Data report edition 22- Jan-2010, 1446 22 Date of sample
P wsem, G0 e Data repert version 1.0 Subtype 1 (100.00 % similarity)
Class. Drug * Centre Hospitalier de. *EASL. * RENA R
et a0 o008 All Mutations Detected (NC_004102 reference Sequence) Resistance mutations in bold
Polymerase
aotsvaiale aot svaiable
DRI Class Drug * Centre Hospitalier de Luzembourg
SN el i e v1.0-04-2009

. Boceprevir
Telaprevir
not available s . 3
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UDS/DeepChek Hepatitis Project —

CIBEREHD/Roche/ABL
(Spanish Hepatology Clinical and Virological network)

Design:Observational, multicenter, retrospective cohort study.

Participant centers
Vall d’Hebron Institue Recerca (VHIR), Pr. Estaban
CiberEHD
Roche Diagnostics, S.L., Espaia, Artur Palet
TherapyEdge, ABL Spain, Barcelona, Chalom Sayada

Hosp.Univ.Vall dHebron (HUVH) - Barcelona, Juan Igniacio Estaban & Rafael

Esteban
Hosp. Clinic. Barcelona, Xavier Forns — Barcelona
Hosp. Carlos Ill. — Madrid, Javier Garcia-Samaniego

IPB Lopez Neyra. - Granada, Jordi Gomez
Hosp. de la Princesa. - Madrid, Ricardo Moreno
Hosp.Univ. De Valme. - Sevilla, Manuel Romero

Hosp. San Cecilio. — Granada, Javier Salmeron

Vall d'Heb
clnﬂm Vall d'Hebron
VHIR Hospital

ﬂwragﬂig{:

ciberehd



UDS Hepatitis Project — Global organization
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Local capturing
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= 1 Data transfer
Central DB

454,
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‘. 454- Junlor

J DeepChek Hep

Local capturing
& recruitment

+ inclusion (validation

FibroMeters presentation, May 11th 2011

Local capturing
& recruitment
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The solutions — Hepatitis modules
The FibroMeter non invasive tests (liver fibrosis)

Virtual Biopsy (replace Liver biopsy)
Adapted to the type of Hepatitis

Prediction of significant fibrosis

A Viral Hepatitis (FibroMeter V) 50 PSJ0"  Casand al Liv Inter 2008
. e ™
A 2G (with hyaluronic acid) E "
%3
A 3G (without hyaluronic acid) ; s
-
A Alcoholic Hepatitis (FibroMeter A) z %
A Steatosis Hepatitis (FibroMeter S) K
FAbroMeter APRI Rbrotest Hepascore FAb-4
A Cirrhosis . .
) Rate of detected cirrhosis by
A Co-infections (HIV/Hepatitis) predictive positive values = 95%
Several indicators available _ Nl C‘”""‘””d"*jm’”‘*””
— 20
A Score + Metavir stage *Z;? 23
A Inflammation scoring — Inflameter 2
A Area of fibrosis 5,
. Specific Hepascore APRI Fibrotest
Well validated technology FibroMeter

A Compared with competitors (FibroTest...)
A Approved by the French High Health Authority
Fully integrated in the TherapyEdge platform



The solutions — Hepatitis modules
FibroMeter offline ordering & reporting

I maiit, taxe

FibroMeters 3¢

Order form FibroMeter server

FibroMeter Available tests Prescription C e n t r a I
according to the Tick the appropriate
box(gs) of only one
etiology etiology(*) .
FibroMeter V3¢ | Score of fibrosis (+targeted F4 score) and activity: Processin g
(HBV,HCV) * Alpha 2 macroglobulin . ® GGT .
 Platelets ® Prothrombin time R
o AST CAT D
s ures : . FibroMeter V LABD TEST ABL
.
Report the presence of another disease (other than chronic liver disease) or a treatment leescale 2 e nationale
that could affectone ofthe above markers of the viral score of fibrosis. Io E— WUD?N?E:;;;Q:;
Marker : Cause 5 : =
H 5 i FibroMeter Ref: 1011-1083-08F Prescriber: Dr. LAST102 FIRET102
FibroMeter A SC?F: of flbrO‘S:]S‘- ‘ . Patient Test Test
(OH) * Alpha 2 macroglobulin . = Hyaluronic aci . D Date of hirth: 04/04/1986 Test France
» Prothrombin time craaan Date of the blood take: 19/08/2010 Patient's age: 24.4 yrs Gender: M
Percentage of fibrosis: Blood tests results
Add to the biological markers of the score: D Markers Values Comments
_ - Platelets i i Platelets 169 GA The expert system has nat faund any marker potentially source of
FibroMeter S Score of fibrosis: Prothromin index 100 % false positive or negative.
(NAFLD) # Platelets ... * AST ALT a3 Uil
« ALT * Ferritin D ST 57 Ul
+ Glucose * Weight Bilirubin 12,40 pmoll
= = GGT 199 U/
Percentage of fibrosis:
. Urea 5.60 mmaol/l
Add to the biological makers of the score: D
* Hyaluronic acid * Prothrombin time Hyalironic acid Gl
ysluronic 806 e ° SIOMOMANTME e “Alpha 2 macrgioauin 27 Gl

(*)if 2 associated causes including V: choose V; if A & § are associated: choose §

FibroMeter results

Date.................. Signature

CirrhoMeter score of cirrhosis (). 29
(seale: D10 1, See comespending meter)
i equivalent to the following Metavir stage (scale: Ot 4 F1

Results should be interpreted in
accordance with the clinical past-history of
the patient.

Additional results: Presence of cirhosis
excluded

Fi broMeter report se Mt b|a ke, ferceidu@irbrods 9.0 %T
(soale: 2 w42 %, See comesponding meter)
Inflameter  ().48
(seale: 010 1. See comesponding meter)
is equivaent tothe Bllowing -
necratico-infammatory actiity Metawir stage (seale: 0o 2): A2

Hepatologist

Percertage offibrosis Activity grade




Value proposition:

Explore collaborations with Clinicians,
Virologists and Bioinformaticians, for
Research and Routine projects, for
Commercial and Non-for-profit
activities, in the Western and
Developing world, in Virology and
other chronic diseases

Thank You !




